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Structural Biology of Ion channel
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Structural and Functional Studies of Genome maintenance and Editing

PRI A R
Takeshita, K., Sugimoto, H.

77 BB D F~ DNA ElF L L CRITHBN TV D EMOIE & R ET 72D IC LE R EAE
WMThHD, BEEROMPEKDIZOIZIE DNA DERIND ZENUEATHLN, £< O DNA ZAF
JABIRREIZ & 2 T2 8D A :’f'ﬂ/ﬂﬁiﬁ%x Tk SREND D, ZORAF AR Z MR 92 70 F72° DNA
AFNET AT 27— 1 Onmt) TH Y, 2011 FI2I1FIFLE O Dnmtl OFEfE#HEEN S, Dnmtl
ML BBERNTIEMEL T 5 2 & TIEMIZ A F IR Z K T2 L ol B = R T 4 7 ZWFFED
7 v R — 7 MRS AR W Lz, E72, L4 TiE CRISPR Y A7 LD 15THD
Type I-E CRISPR-Cas3 (2B L T4/ AREICH HRMAH 2 &2 X 7 E OAPE R HMg & U TR &R
REAFZE 2 D TV D, AREEE L, Type I'E CRISPR-Cas3 (28 THE ) DNA #3879 55 400 kDa
@ Cascade-RNP B 53 FE A RO A T = X 2 ORI EZ 0] 1 7= B REFEHT . 38 KX O CryoEM BRI fi#
Bric L 2fEERELZED TV D,

-140-



Annual Report Graduate School of Science, University of Hyogo No.36 2024.4-2025.3

Il S&EEEEEATLOBEEEYMERR

Structural Biology of Proteins in Metal Transport System
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