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Analyses of tRNA kinesis, dynamics of abundance and localization of
tRNAs, in budding yeast

EV/ N
Yoshihisa, T.
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FILE S TFEBE~ODHFHFIZEVRH D L E2EX DT,
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Studies on physiological functions of tRNA introns in budding yeast

/NI
Yoshihisa, T.

ATBEAAR tRNA FF oD intron [XBR2 L5 Z & A3 tRNA ORSRE(LICHMZETZ 2N, W2 E 213 tRNA &=
FIZ intron XM B DIEA 5 2 Fox 1x, YetlR L OBAR R 2 D3R 5 70 H 2R BERE O eV % A2 D>
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I mRNA OFERHEHEE DR

Investigation of mechanisms for translational regulation in yeast.
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Yoshihisa, T.
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Analyses of functions of peptidyl-tRNA hydrolases localized to the mitochondria
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Izawa, T., Yoshihisa, T.
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FRRBBP TR T T2 Z2E08H 5, ZOBRICEASND AR EOXTF UL tRNA [FXTF Vv
tRNA MUK EEEFIC L > TRY X7 F R E tRNA (20 S, tRNA XYM 7 rans e s
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Flo, VIRV TIEMBOY ) AERHTHANTRTTHY, I har KU 7<) 7 R
FHA P AOFFGR L TR R LIFHOMMFENFEET 5, I bar FUTRHFERICEW TS AR
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MK REESR CTd D Pthl ORI EER L, <7 F 2L tRNA OZEOMIN & A7, Bl
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V.  #EYPMREOHERKICEET S5 FHEMm

Studies on biomolecules responsible for morphogenesis of
endoplasmic reticulum in plant cells
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Yokota, E., Yoshihisa, T.
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TEEHLMNI LI, ELTEELE T IR MMAEOREESEEICBST LT 7 F -3 4w
B, R 2 R T D RHD3 OFEENZOWTHRIT 21T > T\ 5, ZOkHE RHD3 23/)
JaREE AR - CTHh O, UV BIc X D ZOIEERREi SN D Z ERRE T,
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Other collaborations

B M- SRR - BRI
Yoshihisa, T., Izawa, T.,Yokota, E.
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