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Vibrational spectroscopy of metalloproteins
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Time-resolved spectroscopy of enzymatic reactions
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Structural analysis of intrinsically-disordered region in
bi-functional cryptochrome
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SEIRAS system development for operando analysis of
protein structure and function
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Molecular design of artificial myoglobin dimer as cooperative Oz carrier
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Sachiko Yanagisawa: Application of resonance Raman spectroscopy to study an
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