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Analyses of tRNA kinesis, dynamics of abundance and localization of
tRNAs, in budding yeast
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Studies on physiological functions of tRNA introns in budding yeast

N
Yoshihisa, T.

BIBRA tRNA F1 @ intron [FER 305 2 & 2% tRNA OBEREILIC AT D, WIZE 21X tRNA &ix

FIZ intron [ZMEEIRDTEA 9 02 2 Fex X, JetofR L OBAS THH 2 3K 5 70 H3FFE R O Fe ik & A2
L. tRNA OfE¥E 2. intron ZFFOEMEF2T% intron REAZEEHBZ 27027 MED,

—101—



Annual Review Graduate School of Science, University of Hyogo No.34 2022 - 2023

2T D isoacceptor tRNA (2 & - T intron [T4T L HMETRNWZ L 2P 502 L TW5, intron
RINE D RBIBUGEHT 2D 5 727> T, tRNA-Tlevau @ intron 234 E72 7 > F 2 R AEHHIZHEATH
LT CHELS | RLEREMZ B EBIZFFDZ & intron KO —E#TiX, rRNA DR ES
B/MEDIZREICRE N R OGNS Z 2L Lz, BIE,. tRNA-Leucaa @ intron KARERIZEW
. intron Kﬁ%@ mRNA L /3— b U —LRER~ D 8 2 00 22 it THREST L. 47T ribosome #
VORI EORERICEBENH TS Z & &2 R L7z, BIfE, tRNA intron & ribosome DO FERE(L D BE1%R
WZOWTHIZEZED TV 5D,

m —FRHOERELZVHELT S mRNA OFRERE
mETERBEO A H =X LOBEHT

Investigation of mechanisms that allow translational restart and
avoidance from mRNA surveillance of certain mRNAs that
require tactical translational arrest for their regulation.
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Studies on biomolecules responsible for motility of protozoa
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Studies on biomolecules responsible for morphogenesis of
endoplasmic reticulum in plant cells
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