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X-ray structural analysis of the ubiquitin proteasome pathway
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Structural analysis of bacterial effector proteins to reveal the pathogenic
mechanism

AKETER - T - 7HERFH,
Mizushima, T., Nakai, T., Nishio, K.

I TR L= 7 = 7 X — LI EN D 7 287 B &G EARIC W U, f5 E O RFOBGH
BREZIT 2 Z L IC KV IERENERT D, ZOBE, WEME T 7 = 7 2 —131E EORIEILE - Ml
Pk A — b7y U—EERET H X X BICER LIS E 2 RET 5, HEMET 7 =7 &
— EIEENIER X VX B OB RS L . BEAETFRTIEE AW T2 2 &2 X0 s
WoOMEEZ BT,

I EFREEED X R CT I &k M

Analysis of internal structure of seeds using X-ray computed tomography
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Analysis of peptides in a tea from roast sword bean seeds
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Analysis of formation of antheridium in prothallia of fern
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Analyses of development and function of preprophase bands
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Analyses of nano-machines involved in plant cell division and cytokinesis
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