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Molecular Structure and Mechanism of Flagellar Axonemes and Axonemal Dyneins
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Single-Molecule Enzymology and Nanometry of ATPases
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Molecular Signal Processing Technology Inspired by Cellular and Protein Functions
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In Vitro Reconstitution of the ‘Catch’ State of Molluscan Smooth Muscle and Connective

Tissue of Echinoderms
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