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Molecular structure and mechanism of flagellar axonemes and axonemal dyneins
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Single-molecule enzymology and nanometry of protein motors

BERE « Fa18 ROK - HE e - Ay Ees - /NG« Ks gk
Watari, Y., Ibusuki, R., Furuta, K., Furuta, A., Kojima, H., Oiwa, K.

BRI EE—HIZE D ATP K afE %2 — 0 L~ L CTHEUET A 720 = "Rk v R
R U8 GRS AT A& B%E. & B2 OEMEREIL - EiEA M%@wf%tmmamiﬁxm
EEMLT, ZhEHWTEY ATP OfES - f#if L Fi-ATPase O RIHRES) & 2 FIEREHIT 2 2 L
th. Fi-ATPase OEEEHEDO AW LML T& 2, £/2, ¥y MEEZHAWEE S FL
UL D SJEERNE & OMAE DRI L > T, WM I AT Pl E XA = DRI E, AT v 7Rk
ZRE L, 200 AT - 2mAaB T\,

T TIE . DNA OB S ZFIHA L TF 2 A— MLV A F— L OE RS 2 3551 - 5T % 5 DNA
origami B EIEH. & /"7 BT — % OEFFEE) 2 T3 5 EB R 2 M L TRE I RIS
KT COX 7 EE—2PAINT 2 253 228 2 BRAG L T 5, EBj O R 5%
F 1 EF¥HT Y 14 2 —AKD DNA tube ICHEOKAE RS S22 LT, RIS X 217bt
HEBRBAMENT LT H U EE—F OEBEEICH -2 A5 B U, fRE X A = OEH)
HEMEO B CHEIEBRELZ I SN L, MIAEAY A =20 2 DOE— X N BRI S LI REL I
52 Lz o THAHHIFNGEREENME T T 2208, SN0 TN 5 & Z OMELRE T AR S
T, FIRITEM L ETe Z EZBH ST LT,



I £A&DFZRWNE/NA A IRMOEE M OBFZR 5

Molecular signal processing technology inspired by cellular and protein functions
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Molecular cell biological approaches for mechanism of memory formation in insect brains
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Reconstitution of structure and functions of an eukaryotic flagellum with
bottom-up strategies
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